
AT4G21445

AT1G72340 PREP2

CGR3

OPR3

AT3G27570SYP132

CINV2 AT2G41790

IMPL1AT3G59780

ABCI8

OVA4 AT1G35340

PSB29 AT5G48470

LPA19

AT1G05520

AT5G24490

UBQ3

ARA-2
AT5G52960

IGMT5

VAT1

AT2G17340

MAM1

MSD1

UXS4

PKP-ALPHA

CA2

GLU2

HSP93-III

Hsp81.4

TCH3 AT1G62820 TUA2

TUA4

TUA6

EBS5

AIR12 PGSIP6

PAO5AT3G23600

SBI1 ACLA-3

AT3G05500

GSTL3 AT1G79260

AT4G37550

PI4K GAMMA 4 ATS9

AT3G04830

AT5G24240

EXO70B1 UBQ8

LARP1c

DET3

AT2G47640

AT3G45030

AT3G04480

RPT1A

GRF10

SHV3

AT5G65760

E13L3

FER1

EMB3119
FTRA2PHB1

NTRC

ADK2

AT1G25260

RPSS5

AT5G05670

AT1G33120

RPS13A

RPL3B

AT1G77940

RP1

RPS28

EMB3127

CDF1

AT3G50590

AT4G11120

PTB2

AT4G18465

UBP1B

AT1G45688

AT4G02930

AT2G43090 AT3G08030

VDAC2

AT5G07030

VDAC1

AT1G66250

PAP17

UBQ3

AT1G64710

CDPK2

AT1G62020

AT4G33945

AT5G14030LHCA2

AT5G25100

CPB AT1G14670

AT1G67700 AT1G80500AT3G18060

XIK AT5G16870

AGO1

RER1B NIT1

PBD1

ELI3-2

APG1

ATNTT2

EMB2001

GSTF12

AT1G31910

AT2G38010

TIM17-2

AT2G23090

AT4G09520

AT3G07640

PLDGAMMA1

AT5G39410

TXND9

CRY3

CIPK26

AT1G66530

AT1G50920

AT1G63810

CKA1

FIB1

AT2G30105PKT3

CAT2AT3G08740

CAB2CAB3

AT1G66100

AT3G15290

AT2G42320GAMMA
-ADAPTIN 1

TDT

AT1G71695 AT3G52470

UGE1

AT3G16530

TOM20-3

AT5G08060ACR4

TT4MIPS1

AT3G59980

AT2G32500

AT1G32580

GUN5

CH1

RPT2

OHP

AOR
ABCF5

LHCB6

CDSP32

ABA1

AT1G64500

COL2

NIA1

SQE3

AT3G56290

NIA2

APL1

AT3G10350

EMB2107

CYP38

UBQ3

GBSS1

RPT6A

GLDP1

AT3G15520

AT3G58570

AT4G26370

RPL10

EMB2816

AT3G02560

CP29

RPL24

U2A'

AT2G21530

PSAH2

AT2G37220 ARA12

AT3G06455

TIL

AT4G18030

TIM44-2

AT4G05400

AT2G45820

NTRC

AT2G35390

AT2G20420

AT5G55070

AT3G54470

QS

AT1G63610

MST1

AT1G11330

OTC

HTB1ACL

AT2G16270AT4G32330

AT1G69510

AT5G48020 HIR2

AT3G15220 SPK1

AT4G30910

FIB AT1G52670

AT3G56130

WLIM2a

THI1

AT3G25470

UPM1

AT3G16270

AGD5

AT4G38040

AT2G25870

SCPL49

PTAC14

PYK10 AT1G28140

GH9B1

AT5G02280

CYP708A3ROC5

AT3G52630

MEE9

TSO2

AT1G19110 CYP706A5

AT4G27560

NOP56

PRH75

PMH2

AT5G60990

AT3G23620

AT1G77030

RBP47A

AT5G19540

AT2G31040

ACD32.1

RD19 AT4G12290

AT1G31690AT2G33830

AT5G05200

AT5G14520

AT5G15750

EMB2785
AT4G10450

AT4G15770

AT1G25260

AT1G07830

AT1G13160

AT1G52930

AT1G22270

DIN10

SIP2

MBP1

AT3G51670

ERD15

AT1G27030

AT1G52730

Cluster 3 Cluster 4

Cluster 6Cluster 5

Cluster 1 Cluster 2

CCT1

AT5G60160

LSM6A

AT5G42250LYM2

PRXR1

SMT3

HBP1

UBP3

AT1G77020

AT3G19010

AT4G01150

CSN5B

AT2G41090

UP6

AOX1A

ISA3

DBE1
SPS2

AT5G49555

CYP76C1

AT1G52360

PSD

SNRK2.4
BSM UBQ3

ACC2

AT5G54940

PYRB

PSAA
RSZ21

NRPB2ATO
UPF3

NRPB1

THO2

AT1G27400

RNA Polymerase

Carbohydrate
Metabolism

Chloroplast Metablosim

Plastid Translation

Fatty-Acid Metabolism

Nitrogen
Metabolism

Light Detection

Protein
Translation

Mitochondrial Translation

Mitochondrial
Metabolism

Light Detection

AT3G10720

AT4G34480

AT2G28430

BGAL8

AT2G24280

Cell Wall

Biotin Metabolism

Starch Metabolism

RNA Binding

Protein Translation

Mitochondrial
Metabolsim

Protein
Translation

RNA Processing

Protein
Translation

Plastid Translation

RNA Splicing

RNA Helicase

Energy Metabolism

Chaperone & Intracellular Transport

Secretion & Lipid Signaling

Chloroplast Redox

Protein
Translation

Figure 2

Figure 2: Interaction networks of the diurnal proteome. Using STRING-DB (https://string-db.org/), association network analysis of statistically significant diur-
nally changing proteins was performed using the generated unsupervised clusters (Figure 1). Edge thickness indicates confidence of the connection between two 
nodes (0.5 - 1.0). Changing proteins (grey circles) are labeled by either their primary gene annotation or Arabidopsis gene identifier (AGI). The colored outline of 
each node represents that proteins in silico predicted subcellular localization (SUBAcon; suba3.plantenergy.uwa.edu.au). Nucleus (red), cytosol (orange), plastid 
(green), mitochondria (blue), plasma membrane (purple), peroxisome (dark yellow), endoplasmic reticulum/golgi/secreted (black) are depicted. A second layer of 
STRING-DB identified proteins (white nodes) not found in each respective significantly changing protein cluster was used to highlight the interconnectedness of 
proteins in the cluster. Multiple nodes encompassed by a labelled grey circle represent proteins involved in the same cellular process.
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