Figure 1 The configured lines of intercropped mulberry and alfalfa with nitrogen application. Note: MN0 = monoculture without nitrogen of mulberry, AN0 = monoculture without nitrogen of alfalfa, MNE = monoculture with nitrogen of mulberry, ANE = monoculture with nitrogen of alfalfa, 0 M0 = intercropped with alfalfa without nitrogen of mulberry, A0 = intercropped with alfalfa without nitrogen of alfalfa, MNE = intercropped with alfalfa with nitrogen of mulberry, ANE = intercropped with mulberry with nitrogen of alfalfa.
Figure 2 Average well color development (AWCD) over time for rhizosphere soil samples from mulberry and alfalfa treatments. Note: Data represent mean ± SE, values followed by different lowercase letters indicate significant differences at the 0.01 level. MN0 = monoculture without nitrogen of mulberry, AN0 = monoculture without nitrogen of alfalfa, MNE = monoculture with nitrogen of mulberry, ANE = monoculture with nitrogen of alfalfa, 0 M0 = intercropped with alfalfa without nitrogen of mulberry, A0 = intercropped with alfalfa without nitrogen of alfalfa, MNE = intercropped with alfalfa with nitrogen of mulberry, ANE = intercropped with mulberry with nitrogen of alfalfa.
Figure 3 PCA for carbon source use of soil microbial communities in the intercropping system. Note: Data represent mean ± SE, values followed by different lowercase letters indicate significant differences at the 0.01 level. MN0= monoculture without nitrogen of mulberry, AN0= monoculture without nitrogen of alfalfa, MNE = monoculture with nitrogen of mulberry, ANE= monoculture with nitrogen of alfalfa, 0 M0= intercropped with alfalfa without nitrogen of mulberry, A0= intercropped with mulberry without nitrogen of alfalfa, MNE = intercropped with alfalfa with nitrogen of mulberry, ANE= intercropped with mulberry with nitrogen of alfalfa.
Figure 4 Effects of intercropping and nitrogen application on carbon source use of mulberry and alfalfa. Note: Data represent mean ± SE, values followed by different lowercase letters indicate significant differences at the 0.01 level. MN0= monoculture without nitrogen of mulberry, AN0= monoculture without nitrogen of alfalfa, MNE = monoculture with nitrogen of mulberry, ANE= monoculture with nitrogen of alfalfa, 0 M0= intercropped with alfalfa without nitrogen of mulberry, A0= intercropped with mulberry without nitrogen of alfalfa, MNE = intercropped with alfalfa with nitrogen of mulberry, ANE= intercropped with mulberry with nitrogen of alfalfa.
Note: Data represent mean ± SE, values followed by different lowercase letters represent significant differences (P < 0.01).
Figure 5 Patterns of carbon source use by different microbial communities. Note: Data represent mean ± SE, values followed by different lowercase letters indicate significant differences at the 0.01 level. MN0= monoculture without nitrogen of mulberry, AN0= monoculture without nitrogen of alfalfa, MNE = monoculture with nitrogen of mulberry, ANE= monoculture with nitrogen of alfalfa, 0 M0= intercropped with alfalfa without nitrogen of mulberry, A0= intercropped with mulberry without nitrogen of alfalfa, MNE = intercropped with alfalfa with nitrogen of mulberry, ANE= intercropped with mulberry with nitrogen of alfalfa.
Figure 6 Redundancy discriminatory analysis (RDA) of soil physico-chemical factors and treatments. Note:Black circle with closed dots: mulberry monoculture with nitrogen (MNE); gray circle with closed dots: mulberry monoculture without nitrogen (MN0); black circle: mulberry intercropped with nitrogen (ME); gray circle: mulberry intercropped without nitrogen (M0); black triangle with closed dots: alfalfa monoculture with nitrogen (ANE); gray triangle with closed dots: alfalfa monoculture without nitrogen (AN0); black triangle: alfalfa intercropped with nitrogen (AE); gray triangle: alfalfa intercropped without nitrogen (A0)
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